G. My¢ka et al. — The modifications of longevity regulating pathway resulting from endurance effort in Arabian horses
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Supplementary Figure 1. The longevity regulation pathway KEGG: ecb04211 with the upregulated (red squares) and downregulated genes (blue
squares)

Supplementary Table 1. Sequences of the primers used in the presented study

Gene name Accession number Primers’ sequences

CCND1 ENSECAGO00000038536 F: TCTTCCCGCTGGCCATGAA

R: CAGTGCAGCTCGTCGGGC
IRS2 ENSECAG00000003315 F: CCAGAGCAAGAACCTGACGG

R: GCCCACCTCGATGAAGAAGA
SESN2 ENSECAG00000001989 F: AGACATGCTGTGCTTTGTGG

R: ATGGCCATGGTGTTGTAGGT
FOXO1 ENSECAG00000002212 F: TCCCTCCACAGCAAGTTCAT

R: TCAAAGTCATCATTGCTGTGAGA
KL ENSECAG00000008185 F: ACCAAGAGAGATGACGCCAA

R: GGCTCAGGAAGTCGACATAGA
TP53 ENSECAG00000008126 F: CTCCCCTACCCTCAACAAACT

R: CTCAGGTGGCTCGTAGGG
SOD2 ENSECAG00000011797 F: CAGCTCTGGGGTCTCTGG

R: GGTGACGTTCAGGTTGTTCA




